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The avian erythroblastosis virus is an avian defective leukesia virus that
carries and expresses two oncogenes viert A and v-erb B independantly. We have
seguenced the non oncogenic parts of the genome. Our sequence includes the
retroviral genes §gag and Senv, the long terminal repeats (LTR) and hoth the
3° and the 3' untranslated regions surrounding the coding seguences.

.t 8: GCCATTTITACCTTCCACCAL ATTEETETECACC TEEETABATEEACABACCETTEASTCOCTARCGAT TELGARCALLCTE

.;61 AATEAAGLEEAABBCTTCATTtggtgaccccgacataategt tagggaatagtggtecggccacagacggegtggegatec

) 241 tgccctcatecgtetegrottaacggggageggacgatgaccctagtagagggggetacaact taggagagecagaagetas

b :21 atagcgtcggagggagotctactgoagggagecaagataccctaccgagaactcagatagtegtiggaagacgggaagga

.:O agcecgacgactyagocagtccacacecaggtgogatteceggtecaccogtggatcaage ATGBARACCETCATAMABETBAT

- 401 TTCETCCOCATETARMACE TAT TEEEEEARAACCTCTCCT TCTARGARGEAAATAGBBECCATECTETCCCTEETACARA
-481 AGGAAGGETTECTTATETCTCCCTCAGACT TATATTCCCCBEEGTCCTEEEATCCCATTACCECE6ECGCTCTECCAGLGE
- 561 GCTATGETACTTEEEAAGTCEGGEAGABT TANARACCTGEEBATTEET T TTEECEECAT TEAABELEEC TLHAGABEAACA
1641 BETTACATCTGAGCAAGCAARGTTTTGETTGEBATT TCTCTCCCCCABGTCCGBABTECATCBRGH
. 721 AACC»‘&GCAACGB»’-‘«GCGGCGHATCGACAAGGGGGQGGAAATGGGAGQGACMCTG‘FSCAGCGQGATGCGF“AGATGGCGCCG
.B01 GABAAAATEBBCCACACCTARARCCETTEECACATCCTAT TATCAGTBCEGARCABCEACTBECTEEAATTBCETCACAGT
-881 CTCGGCTCLTCCTCCTCCTTATETGEEGAGTEETITGTATCCTTCCETERCEE6G60BEEABAGLAGEECCABEEERETE
961 ACACACCT CEGGEEECEEARCABLLCARABELEEAGLCABGELACEBLEEETCAGBLCCCTEE6CCBECLCTBACTEA
1041 GCAAGBATCAGEEAGEAGCTTBCGAGTACTBETCCECCLGETEETABCLATECCTETABTBAT TARGACABABEEACCCEC
1121 CTBBACCCCTCTGEAGCCAGAGGACATC

4/ Segquence of 1148 nucleotides at the 5  end of the AEV genocse, including F
tboldface italic letters), US iboldface letters), the ' untranslated region
(small letters), & gag iuppercase letters) and the beginning of v-erb # {italic
fetters). Hoticeable stretches are also underlined : the protein binding site
(position 102), the packaging signal iposition 216} i3}, the splice donor site
tposition 394), the gag consensus enhancer "core” sequence (pesition 710 F(l).
8 geg seguence were found to be in the same reading frame than v-erb @ (2} and
no terminator codons were identified as previously expected fros identification
of the gag-erb £ fusion protein.
.1 GAATTCCCACAGCACAGCTGTGOGCAACCCTGABTATCTTBABTBATCACABTGAGTCTATACAGAAGAAGTTCCAGTTA
..81  ATGARGGARCATETCAATARGATCEECGTBBACABCEACCCARTCREANGT TEBCABCEAGEANTATTCEEABEAATAGE
L161 AGAATGEGLCGTTCATTTGCTGAaaggactgcttttggggettgtagttatcttgttgetagtagtgtgectgecttgee
v t.tttgcagtttgtatccagtagcatccgaaagatgataaataattccatcagctaccacacggaatataagaagctgcaa
.37 =aggcctgtgggagoctaaaagoaggatagtataaggcagtacatgogtgutagtgtagegottoggagtoggactgeaa
.40t cggggcatggcttaactaaggggactatygecatgtataggegtasagggggetteggttgtacgeggttaggagtecect
.481 taggatat agtagacacgcttttgcataacttctttgttttgcccttagactattcaagttgcctctgtggattagggct
.541 ggasggeagotcggatggtotgatggtoaaatsaggegggoaagaaagotatgaaatacgottttgeataggennguaansg
681 < TETABTCTTATACAATAGCCT TACACAATAATGCTATETAACEATEARACASCABTAT TCCATATARGEAAABTARGGA
724 CACCACACGTGTTB&TTSGTGGATSTBSSGTGSTQTGATGGTSGTATGATCGTM:CTTATTASGMTGTAACAGACGGGT
801 CTCGCMGGATTGGATAGACTACTCAGTTCCGCATAE:ABAGQTATTSTATTTAAGTSCCTASCTCGACGCAATAA;A_CG C
881 CATTTTACCTTCCACCACA

B/ Seguence of 899 nucleotides at the 3' end of the AEV genose, including the
3 end of w-erb B {italic letters), & env (uppercase letters), the 3
untranslated region (small letters), U3 (boldface letters], R {boldface italic
characters), The polypurine tract {position 629}, the "TATA box® {positicn 849)
and the polyadenylation signal {position 872) are underlined.
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